and glycopeptides), (iii) genes encoding staphylococcal enterotoxins, toxic shock toxin, 53 exfoliative toxins, Panton-Valentine leukocidin, the immune evasion complex (IEC) (sak, chp, 54 scn, sea and selp) and the arginine catabolic mobile element (ACME), (iv) microbial surface 55 components recognizing adhesive matrix molecules (MSCRAMMs), adhesion and biofilm genes 56 (e.g. icaA, C and D, cna, fnbA, fnbB, map, cna, ebh, bbp) , (v) SCC and SCCmec-associated 57 genes and sequences and (vi) capsule (types 1, 5 and 8) and agr (types I-IV) typing markers (13).
58
The DNA microarray can also assign S. aureus isolates to multilocus sequence types and/or 59 clonal complexes (CCs) (14). (Table 2) .
81
We sought to determine the relationship between the genetic characteristics of the (Table 2) . ST22-MRSA-IV isolates also lacked the extracellular matrix binding protein ebh 97 (Table 2) . 
112
In conclusion, this is the first report of MRSA BSI isolates in renal patients that have 
